Amendment to the Specification 



Please replace the paragraph starting on page 29, line 17, through page 30, line 9, of the 
specification with the following rewritten paragraph: 

The fifth column of Table 1B.1, "ORF (From-To)", provides the location (i.e., nucleotide position 
numbers) within the polynucleotide sequence of SEQ ID NO:X that delineates the preferred open reading 
frame (ORF) that encodes the amino acid sequence shown in the sequence listing and referenced in Table 
1B.1 as SEQ ID NO:Y (column 6). Column 7 of Table 1B.1 lists residues comprising predicted epitopes 
contained in the polypeptides encoded by each of the preferred ORFs (SEQ ID NO:Y). Identification of 
potential immunogenic regions was performed according to the method of Jameson and Wolf (CABIOS, 
4; 181-186 (1988)); specifically, the Genetics Computer Group (GCG) implementation of this algorithm, 
embodied in the program PEPTIDESTRUCTURE (Wisconsin Package vlO.0, Genetics Computer Group 
(GCG), Madison, Wise). This method returns a measure of the probability that a given residue is found 
on the surface of the protein. Regions where the antigenic index score is greater than 0.9 over at least 6 
amino acids are indicated in Table 1B.1 as "Predicted Epitopes". In particular embodiments, polypeptides 
of the invention comprise, or alternatively consist of, one, two, three, four, five or more of the predicted 
epitopes described in Table 1B.1. It will be appreciated that depending on the analytical criteria used to 
predict antigenic determinants, the exact address of the determinant may vary slightly. Column 8 of 
Table 1B.1 ("Tissue Distribution") is described below in Table 1B.2 Column 5. Column 9 of Table 1B.1 
("Cytologic Band") provides the chromosomal location of polynucleotides corresponding to SEQ ID 
NO:X. Chromosomal location was determined by finding exact matches to EST and cDNA sequences 
contained in the NCBI (National Center for Biotechnology Information) UniGene database. Given a 
presumptive chromosomal location, disease locus association was determined by comparison with the 
Morbid Map, derived from Online Mendelian Inheritance in Man (Online Mendelian Inheritance in Man, 
OMIM™. McKusick-Nathans Institute for Genetic Medicine, Johns Hopkins University (Baltimore, MD) 
and National Center for Biotechnology Information, National Library of Medicine (Bethesda, MD) 2000. 
World Wide Web URL: http^www.ncbi.nlm.nih.gov/omim/). If the putative chromosomal location of 
the Query overlaps with the chromosomal location of a Morbid Map entry, an OMIM identification 
number is disclosed in Table 1B.1, column 9 labeled "OMIM Disease Reference(s)". A key to the OMIM 
reference identification numbers is provided in Table 5. 

Please replace the paragraph on page 35, lines 17-20 of the specification with the following 
rewritten paragraph: 

The "Exemplary Accessions" Column indicates GenBank Accessions (available online 
through the National Center for Biotechnology Information (NCBI) at 
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bt^^www.ncbi.nlm.iiih.gov/) which correspond to the "Exemplary Targets" shown in the 
adjacent row. 

Please replace the paragraph starting on page 37, line 34, through page 38, line 3 of the 
specification with the following rewritten paragraph: 

Table 5 provides a key to the OMIM reference identification numbers disclosed in Table 1B.1, 
column 9. OMIM reference identification numbers (Column 1) were derived from Online Mendelian 
Inheritance in Man (Online Mendelian Inheritance in Man, OMIM. McKusick-Nathans Institute for 
Genetic Medicine, Johns Hopkins University (Baltimore, MD) and National Center for Biotechnology 
Information, National Library of Medicine, (Bethesda, MD) 2000. World Wide Web URL: 
fettp^www.ncbi.nlm.nih.gov/omiiii/). Column 2 provides diseases associated with the cytologic band 
disclosed in Table 1B.1, column 8, as determined using the Morbid Map database. 

Please replace the paragraph on page 3438, linesl5-18 of the specification with the 
following rewritten paragraph: 

The "Exemplary Accessions" Column indicates GenBank Accessions (available online 
through the National Center for Biotechnology Information (NCBI) at 
http^www.ncbi.nlm.nih.gov/) which correspond to the "Exemplary Targets" shown in the 
adjacent row. 

Please replace the paragraph on page 3947, lines 4-10 of the specification with the following 
rewritten paragraph: 

Table 5 provides a key to the OMIM reference identification numbers disclosed in Table 1B.1, 
column 9. OMIM reference identification numbers (Column 1) were derived from Online Mendelian 
Inheritance in Man (Online Mendelian Inheritance in Man, OMIM. McKusick-Nathans Institute for 
Genetic Medicine, Johns Hopkins University (Baltimore, MD) and National Center for Biotechnology 
Information, National Library of Medicine, (Bethesda, MD) 2000. World Wide Web URL: 
fe^^www.ncbi.nlm.nih.gov/omiin/). Column 2 provides diseases associated with the cytologic band 
disclosed in Table 1B.1, column 8 5 as determined using the Morbid Map database. 

Please replace the paragraph starting on page 3981, line 33, through page 3982, line 5 of the 
specification with the following rewritten paragraph: 

Any polypeptide sequence encoded by, for example, the polynucleotide sequences set forth as 
SEQ ID NO:X or the complement thereof, (presented, for example, in Tables 1A and 2), the cDNA 
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contained in ATCC Deposit No:Z, or the polynucleotide sequence as defined in column 6 of Table 1C, 
may be analyzed to determine certain preferred regions of the polypeptide. For example, the amino acid 
sequence of a polypeptide encoded by a polynucleotide sequence of SEQ ID NO:X (e.g., the polypeptide 
of SEQ ID NO: Y and the polypeptide encoded by the portion of SEQ ID NO:X as defined in columnns 8 
and 9 of Table 2) or the cDNA contained in ATCC Deposit No:Z may be analyzed using the default 
parameters of the DNASTAR computer algorithm (DNASTAR, Inc., 1228 S. Park St., Madison, WI 
53715 USA; h^^www.dnastar.com/). 
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